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type I, 5'-CTggCTgACTTATgCTTTTTACTgACT-3/ (SEQ ID N0:1) and 5*- 
gATgCAggTgACTTTggCTACA-3' (SEQ ID N0:2)' (PCR product size 236 base pairs) 
and for angiotensin II receptor type II, 5'-ATTTACTCCTTTTggCTACTCTTCCTC-3' 
(SEQ ID NO:3) and 5'-ggTCACGGGTTATCCTgTTCTTC-3' (SEQ ID NO:4) (PCR 
product size 489 base pairs). PCR amplifications were performed with 10 ng of template 
cDNA using a MJ Research PCR Cycle machine and the following PCR cycles: 1) 94 
°C/2 min, 2) 94 °C/10 sec, 60 °C/30 sec, 72 °C/15 sec for 35 cycles, using High Fidelity 
Taq polymerase (Boehringer Mannheim) with components provided in the 
manufacturer's kit. Products of the PCR amplifications were identified by electrophoresis 
through a 0.8% agarose/TBE gel (Sambrook J, Fritsch EF, Maniatis T. Molecular 
Cloning: a Laboratory Manual, 2 nd Ed., Cold Spring Harbor Laboratory Press, Cold 
Spring Harbor, NY, 1989). To confirm the identity of the PCR amplification products, the 
DNA was eluted from the gel and cloned in to the A/T cloning vector pMOSBlue 
(Amersham). Colonies containing a DNA insert of the correct size (Table 1) were fully 
sequenced on both strands to confirm their identity.— 



REMARKS 

Applicants have amended the Specification, in response to the Notice of Non- 
Compliant Amendment. This amendment is believed to be compliant with 37 CFR 
1.1.21. 

Attached hereto is a marked-up version of the changes made to the claims by the current 
amendment. The attached page is captioned "Version with markings to show changes 
made." 
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In view of the foregoing, Applicant submits the Application is now in condition for 
allowance and respectfully requests early notice to that effect. 



Novartis Corporation 
Patent and Trademark Dept. 
564 Morris Avenue 
Summit, NJ 07901-1027 
(908) 522-6923 

Date: May 6, 2002 



Respectfully submitted, 




Attorney for Applicants 
Reg. No. 36,134 
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Version with markings to show changes made 

Paragraph beginning at page 3, line 12 has been amended as follows: 

PCR (Polymerase Chain Reaction) products were prepared and used as follows: 
Oligonucleotides specific to human angiotensin II receptor type I (GenBank accession 
number M93394) and angiotensin II receptor type II (GenBank accession number 
U 15592) were designed using the Oligo 5.0 software programme to homologous regions 
from both sequences (Table 1). CDNA from human bone tissue was prepared following 
standard methods (Sambrook J, Fritsch EF, Maniatis T. Molecular Cloning: a Laboratory 
Manual, 2 nd Ed., Cold Spring Harbor Laboratory Press, Cold Spring Harbor, NY 1989). 
For PCR the following oligonucleotide primer pairs were used: angiotensin II receptor 
type I, 5'-CTggCTgACTTATgC I I I I IACTgACT-3' (SEQ IDNO:1) and 5'- 
gATgCAggTgACTTTggCTACA-3' (SEQ ID NO:2)' (PCR product size 236 base pairs) 
and for angiotensin II receptor type II, 5'-ATTTACTCCTTTTggCTACTCTTCCTC-3' 
(SEQ ID NO:3) and 5'-ggTCACGGGTTATCCTgTTCTTC-3' (SEQ ID NO:4) (PCR 
product size 489 base pairs). PCR amplifications were performed with 10 ng of template 
cDNA using a MJ Research PCR Cycle machine and the following PCR cycles: 1) 94 
°C/2 min, 2) 94 °C/10 sec, 60 °C/30 sec, 72 °C/15 sec for 35 cycles, using High Fidelity 
Taq polymerase (Boehringer Mannheim) with components provided in the 
manufacturer's kit. Products of the PCR amplifications were identified by electrophoresis 
through a 0.8% agarose/TBE gel (Sambrook J, Fritsch EF, Maniatis T. Molecular 
Cloning: a Laboratory Manual, 2 nd Ed., Cold Spring Harbor Laboratory Press, Cold 
Spring Harbor, NY, 1989). To confirm the identity of the PCR amplification products, the 
DNA was eluted from the gel and cloned in to the A/T cloning vector pMOSBlue 
(Amersham). Colonies containing a DNA insert of the correct size (Table 1) were fully 
sequenced on both strands to confirm their identity. 
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